1 Reza Institute of Cancer Bioinformatics and Personalized Medicine, Mashhad, Iran during the chondrogenic differentiation of hBMMSCs. By bioinformatic analyses, they found that 3638 lncRNAs differentially expressed in differentiated and undifferentiated state. With further analyses to find biological function of lncRNAs and their involvement in the mechanism of differentiation, it has been determined that two ZBED3-AS1 and CTA-941F9.9 lncRNAs are most likely playing important roles in chondrogenic differentiation process (4) . Several other reports focused on the findings about the regulatory roles of lncRNAs in self-renewal and differentiation into any lineage, and explained the underlying molecular mechanisms (5, 6). Sheik Mohamed et al. have shown that conserved lncRNAs regulated transcriptionally by Oct4 and Nanog, thereby modulating pluripotency in mESCs (7). Additionally, Zhang et al. have highlighted the pivotal role of lncRNA DANCR in chondrogenic differentiation of human synovium-derived stem cell (SMSCs) (8) . Moreover, lncRNA H19 promotes osteoblast differentiation of hMSCs Via TGF-β1/Smad3/HDAC signaling pathway by deriving miR-675 and may serve as a potential target for enhancing bone formation in vivo (9) . Interestingly, in another study, it has been determined that the H19 long noncoding RNA promotes skeletal muscle differentiation and regeneration through encoding miR-675-3p and miR-675-5p (10) . Experiments of gain and loss of function of H19 showed that this LncRNA plays a central role in the exosome-mediated phenotype of endothelial cells (11) . Although lncRNAs have been recognized in recent years as a key player in the self-renewal, differentiation, and paracrine action of stem cells and many other types of cells, however, their roles and functions have yet remained fully being determined. Furthermore, it is still difficult to large-scale determination of their functions from just lab experiments. Therefore, several studies have developed a computational pipeline to large-scale prediction of the functions for lncRNA (12) (13) (14) .
